This work reports the draft genome sequence of Agrobacterium tumefaciens strain 1D1526. The assembled genome is composed of a 2,881,823-bp circular chromosome, a 2,235,711-bp linear chromosome, and a 44,582-bp unassembled contig.
assembled 1D1526 linear chromosome appears to be related to Agrobacterium tumefaciens strain C58. With MacVector version 17.0.0 DNA matrix analysis, the assembled contigs were compared to the predicted C58 circular and linear chromosome sequences (GenBank accession numbers AE007869 and AE007870, respectively). The 1D1526 and C58 circular chromosome sequences are syntenic for their entire lengths, with ϳ94% exhibiting 95% or higher identity and with minor deletions of 28 and 35 kb and two insertions of 45 and 75 kb relative to C58. The 1D1526 linear chromosome is syntenic for its entire length, with ϳ80% exhibiting 95% or higher identity with more than a dozen insertions/deletions. The unincorporated DNA contig appears to be a portion of the linear chromosome as based on the NCBI nucleotide BLAST database and provides 88% identity (53% coverage) to the Agrobacterium tumefaciens strain CFBP6625 linear chromosome in the region coincident with a 30-kb insertion in CFBP6625, a relative of C58.
Data availability. The whole-genome assembly for Agrobacterium tumefaciens strain 1D1526 has been deposited in DDBJ/ENA/GenBank under the BioProject accession number PRJNA546276, BioSample accession number SAMN11958781, SRA accession number SRP201107, and whole-genome sequence (WGS) accession number VTZQ00000000.
